Key indicators: single-crystal X-ray study; T = 123 K; mean (C-C) = 0.002 Å; R factor = 0.025; wR factor = 0.057; data-to-parameter ratio = 23.7.
In the title compound, C 15 H 17 BrN 2 O 2 , both pyrrolidinone rings adopt envelope conformations. The crystal packing is characterized by short C-BrÁ Á ÁO C interactions [BrÁ Á ÁO = 3.1730 (13) Å ], leading to supramolecular dimers. Intermolecular C-HÁ Á ÁO and C-HÁ Á Á interactions are also observed.
Related literature
For a related structure, see: Camus et al. (2001) . For related references on BrÁ Á ÁO interactions, see: Allen et al. (1997) ; Damodharan et al. (2004) . 
Experimental

Data collection
Bruker APEXII CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2004) T min = 0.593, T max = 0.621 15532 measured reflections 4296 independent reflections 3661 reflections with I > 2(I) R int = 0.027 Refinement R[F 2 > 2(F 2 )] = 0.025 wR(F 2 ) = 0.057 S = 1.01 4296 reflections 181 parameters H-atom parameters constrained Á max = 0.43 e Å À3 Á min = À0.38 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg is the centroid of the C10-C15 ring. 
Data collection: APEX2 (Bruker, 2004) ; cell refinement: SAINT-Plus (Bruker, 2004) ; data reduction: SAINT-Plus; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997) ; software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009 (Table 1) .
Experimental
In a dry 100 ml Erlenmeyer flask 2-pyrrolidone (10 mmol), benzaldehyde (10 mmol), iodine (15 mol %) and dichloromethane (DCM; 15 ml) were taken. The reaction mixture was stirred at room temperature (25°C) for one hour. The reaction was monitored by TLC and after the completion of reaction iodine utilized was set free from the product by treating it with aqueous sodium thiosulfate solution and extracted into DCM (2 X 20 ml). The crude reaction mixture was purified by column chromatography on silica gel using ethyl acetate/hexane as the eluents. Final yields: 82%; m.p.
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(1)°K. Suitable single crystals for data collection were grown from ethanol and tetrahydrofuran (THF) mixture (1:1).
Refinement
H atoms were placed in the geometrically expected positions and refined with the riding options. The calculated distances with hydrogen atoms are: C(sp 2 )-H = 0.93 Å, C(methylene)-H = 0.97 Å, C(methine)-H = 0.98 Å and U iso = 1.2 U eq (parent).
Computing details
Data collection: APEX2 (Bruker, 2004) ; cell refinement: SAINT-Plus (Bruker, 2004) ; data reduction: SAINT-Plus (Bruker, 2004 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997) ; software used to prepare material for publication: SHELXL97 (Sheldrick, 2008) and PLATON (Spek, 2009 
Figure 1
A view of (I) with non-H atoms shown as probability ellipsoids at 30% levels (Farrugia, 1997) . H atoms radii are on an arbitrary scale. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 0.86332 (17) (5) C11 0.0179 (7) 0.0174 (7) 0.0155 (6) 0.0002 (5) 0.0000 (5) 0.0000 (5) C12 0.0238 (7) 0.0169 (7) 0.0191 (7) −0.0015 (6) −0.0049 (5) −0.0020 (5) C13 0.0181 (7) 0.0195 (7) 0.0279 (8 Symmetry codes: (i) −x+3/2, y+1/2, −z+1/2; (ii) −x+5/2, y+1/2, −z+1/2; (iii) −x+3/2, y−1/2, −z+1/2.
